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Name Robert Niederdorfer Primer V3Vva Taxonomie MIDAS_4.81
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AOB Ammonium oxidierende Bakterien
NOB Nitrit oxidierende Bakterien

HET Heterotrophe Bakterien

PAO Phosphat akkumulierende Bakterien
GAO Glycogen akkumulierende Bakterien
DEN Denitrifizierende Bakterien

FMT Fermentierer

FIL Filamentose Bakterien
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Relativ zum Mittel



Heterotrophe Bakterien (HET)
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Fermentierer (FMT)
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Nr. Label AOB NOB HET PAO GAO DEN FMT FIL Reads OTUs
® P020_01_007 08.03.2023 0.6% 0.4% 18.4% 12% 0.5% 2.6% 8.4% 121% 38k 830
P0O20_01_006 01.03.2023 0.8% 0.8% 17.5% 1.0% 0.4% 31% 8.3% N.3% 43k 938
P020_01_005 22.02.2023 1.0% 12% 19.5% 1.4% 0.6% 3.2% 9.8% 10.4% 27k 575
P020_01_004 15.02.2023 0.9% 2.0% 19.0% 1.5% 0.6% 3.0% 9.7% N.2% 33k 710
P020_01_003 08.02.2023 0.8% 12% 17.9% 0.8% 0.3% 2.8% 9.2% 10.2% 32k 658
P020_01_002 01.02.2023 11% 1.9% 16.9% 0.9% 0.3% 2.3% 7.9% 8.9% 41k 881
P0O20_01_001 10.01.2023 0.4% 0.7% 12.4% 0.3% 0.3% 1.0% 4.0% 5.9% 18k 309
Mittelwert 0.8% 12% 17.4% 1.0% 0.4% 2.6% 82% 10.0% 33k 700
Top 30 Gattungen
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Patescib./midas_g_15328
Actinobacteriota/midas_g_99
Proteob./Rhodobacter
Planctomycetota/midas_g_1792
Chloroflexi/midas_g_550 [FIL]
Chloroflexi/midas_g_7080
Proteob./Gemmobacter [HET][FMT]
Firmicutes/Trichococcus [HET][FMT][FIL]
Chloroflexi/midas_g_1400
Actinobacteriota/midas_g_120
Planctomycetota/Pir4_lineage
Planctomycetota/Pirellula
Planctomycetota/midas_g_2477
Chloroflexi/midas_g_8532
Chloroflexi/Kouleothrix (EB 1851) [HET][FIL]
Planctomycetota/SH-PL14
Patescib./midas_g_14007
Verrucomicrobiota/Neochlamydia
Planctomycetota/midas_g_1221
Nitrospirota/Nitrospira/defluvii [NOB]
Actinobacteriota/midas_g_957
Verrucomicrobiota/midas_g_3108
Actinobacteriota/CL500-29_marine_group
Patescib./midas_g_11367
Chloroflexi/midas_g_4042
Chloroflexi/midas_g_1668 [FIL]
Verrucomicrobiota/midas_g_6692
Planctomycetota/Gemmata [HET]
Chloroflexi/OLB13 [HET][FMT]
Planctomycetota/Fimbriiglobus [HET]
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